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8/2/23, 11:16 AM Oedogonium angustistomum ribulose-1,5-bisphosphate carboxylase/oxygena - Nucleotide - NCBI

https://www.ncbi.nlm.nih.gov/nuccore/OP185708 1/1

Log in

An official website of the United States government

Oedogonium angustistomum ribulose-1,5-bisphosphate carboxylase/oxygenase large
subunit (rbcL) mRNA, partial cds; chloroplast
GenBank: OP185708.1
FASTA  Graphics

Go to:

LOCUS       OP185708                 211 bp    mRNA    linear   PLN 05-DEC-2022
DEFINITION  Oedogonium angustistomum ribulose-1,5-bisphosphate
            carboxylase/oxygenase large subunit (rbcL) mRNA, partial cds;
            chloroplast.
ACCESSION   OP185708
VERSION     OP185708.1
KEYWORDS    .
SOURCE      chloroplast Oedogonium angustistomum
  ORGANISM  Oedogonium angustistomum
            Eukaryota; Viridiplantae; Chlorophyta; core chlorophytes;
            Chlorophyceae; OCC clade; Oedogoniales; Oedogoniaceae; Oedogonium.
REFERENCE   1  (bases 1 to 211)
  AUTHORS   Sruthy,E.S. and Baiju,E.C.
  TITLE     Direct Submission
  JOURNAL   Submitted (09-AUG-2022) Botany, S.N.M.College, Maliankara,
            Ernakulam, Kerala 683516, India
COMMENT     ##Assembly-Data-START##
            Sequencing Technology :: Sanger dideoxy sequencing
            ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     source          1..211
                     /organism="Oedogonium angustistomum"
                     /organelle="plastid:chloroplast"
                     /mol_type="mRNA"
                     /db_xref="taxon:55994"
                     /country="India: Ashtamudi lake, Kerala"
                     /altitude="10 m"
                     /collection_date="01-Mar-2022"
                     /collected_by="Sruthy Elsa Shibu"
     gene            <1..>211
                     /gene="rbcL"
     CDS             <1..>211
                     /gene="rbcL"
                     /codon_start=2
                     /transl_table=11
                     /product="ribulose-1,5-bisphosphate carboxylase/oxygenase
                     large subunit"
                     /protein_id="UZZ63601.1"
                     /translation="AETGEIKGHYLNATAGTAEEMLKRAQCAKELCVPIIMHDYLTGG
                     FTVNTTFANYCRDHGLLLHIHRAMHA"
ORIGIN      
        1 agcagaaaca ggtgaaatta aagggcatta tttaaatgca acagctggaa ctgcagaaga
       61 aatgcttaaa cgtgctcaat gtgcaaaaga actatgtgta cctattatta tgcatgacta
      121 cttaactggt ggtttcactg ttaatactac ctttgctaat tactgtcgag atcacggact
      181 tcttctacac attcaccgtg ctatgcacgc a
//

Here's how you know 

GenBank

Nucleotide

https://www.ncbi.nlm.nih.gov/
https://account.ncbi.nlm.nih.gov/?back_url=https%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fnuccore%2FOP185708
https://www.ncbi.nlm.nih.gov/nuccore/OP185708.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/OP185708.1?report=graph
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=55994
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=55994
https://www.ncbi.nlm.nih.gov/nuccore/OP185708.1?from=1&to=211
https://www.ncbi.nlm.nih.gov/nuccore/OP185708.1?from=1&to=211
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/2365996444


8/2/23, 11:15 AM Spirogyra chungkingensis isolate SC1 ribulose-1,5-bisphosphate carboxy - Nucleotide - NCBI

https://www.ncbi.nlm.nih.gov/nuccore/2429464285 1/2

Log in

An official website of the United States government

Spirogyra chungkingensis isolate SC1 ribulose-1,5-bisphosphate carboxylase/oxygenase
large subunit gene, partial cds; chloroplast
GenBank: OQ064506.1
FASTA  Graphics

Go to:

LOCUS       OQ064506                 697 bp    DNA     linear   PLN 25-JAN-2023
DEFINITION  Spirogyra chungkingensis isolate SC1 ribulose-1,5-bisphosphate
            carboxylase/oxygenase large subunit gene, partial cds; chloroplast.
ACCESSION   OQ064506
VERSION     OQ064506.1
KEYWORDS    .
SOURCE      chloroplast Spirogyra chungkingensis
  ORGANISM  Spirogyra chungkingensis
            Eukaryota; Viridiplantae; Streptophyta; Zygnemophyceae;
            Zygnematophycidae; Zygnematales; Zygnemataceae; Spirogyra.
REFERENCE   1  (bases 1 to 697)
  AUTHORS   Sruthy,E.S. and Baiju,E.C.
  TITLE     Direct Submission
  JOURNAL   Submitted (16-DEC-2022) Botany, S.N.M.College, Maliankara,
            Ernakulam, Kerala 683516, India
FEATURES             Location/Qualifiers
     source          1..697
                     /organism="Spirogyra chungkingensis"
                     /organelle="plastid:chloroplast"
                     /mol_type="genomic DNA"
                     /isolate="SC1"
                     /db_xref="taxon:332114"
                     /country="India"
                     /altitude="10 m"
                     /collection_date="01-Mar-2021"
                     /collected_by="Sruthy Elsa Shibu"
                     /note="filamentous green algae"
     CDS             <1..>697
                     /codon_start=1
                     /transl_table=11
                     /product="ribulose-1,5-bisphosphate carboxylase/oxygenase
                     large subunit"
                     /protein_id="WBW48601.1"
                     /translation="PTETKAGAGFKAGVKDYRLTYYTPEYEVKETDILAAFRMTPQPG
                     VPPEEAGAAVAAESSTGTWTTVWTDGLTSLDRYKGRCYDIEPVAGEENQYIAYVAYPL
                     DLFEEGSVTNLFTSIVGNVFGFKALRALRLEDLRIPPAYSKTFQGPPHGIQVERDKLN
                     KYGRPLLGCTIKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFV
                     AEAIYKAQAETGEI"
ORIGIN      
        1 ccaacagaga ctaaagcagg tgctggattt aaagcagggg taaaagatta tagattgact
       61 tattacactc ctgaatatga agtaaaagaa actgatattt tagctgcatt ccgtatgact
      121 cctcaacctg gagtaccacc agaagaagca ggtgctgctg tagcagcaga atcttctact
      181 ggtacttgga ctactgtatg gacagatgga cttaccagtt tagatcgtta caaaggaaga
      241 tgctatgata ttgaacctgt tgcaggagaa gaaaatcaat atatcgctta tgtggcttat
      301 cctttagatt tatttgaaga aggttctgtt acaaacttat ttacttctat cgtaggtaat
      361 gtatttggtt tcaaagcact tcgtgcttta cgtttggaag atttacgtat tcctcctgcg
      421 tattctaaaa cttttcaagg tcctcctcat ggaattcaag tagaaagaga taaattaaat
      481 aagtatggtc gtcctttatt aggttgtact attaaaccta aactaggttt atctgctaaa
      541 aactatggta gagctgttta tgaatgtctt cgtggaggtt tggactttac taaagacgat
      601 gaaaatgtaa attcacaacc attcatgcgt tggagagatc gtttcttatt tgtagcagaa

Here's how you know 

GenBank

Nucleotide

https://www.ncbi.nlm.nih.gov/
https://account.ncbi.nlm.nih.gov/?back_url=https%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fnuccore%2F2429464285
https://www.ncbi.nlm.nih.gov/nuccore/OQ064506.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/OQ064506.1?report=graph
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=332114
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=332114
https://www.ncbi.nlm.nih.gov/nuccore/OQ064506.1?from=1&to=697
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/2429464286


8/2/23, 11:15 AM Spirogyra chungkingensis isolate SC1 ribulose-1,5-bisphosphate carboxy - Nucleotide - NCBI

https://www.ncbi.nlm.nih.gov/nuccore/2429464285 2/2

      661 gctatttata aagcacaagc agaaactgga gaaatta
//



8/2/23, 11:57 AM Halamphora americana isolate SR3221-LSUF_E01.ab1 large subunit ribosom - Nucleotide - NCBI

https://www.ncbi.nlm.nih.gov/nuccore/2440673534 1/1

Log in

An official website of the United States government

Halamphora americana isolate SR3221-LSUF_E01.ab1 large subunit ribosomal RNA gene,
partial sequence
GenBank: OQ389490.1
FASTA  Graphics

Go to:

LOCUS       OQ389490                 784 bp    DNA     linear   PLN 13-FEB-2023
DEFINITION  Halamphora americana isolate SR3221-LSUF_E01.ab1 large subunit
            ribosomal RNA gene, partial sequence.
ACCESSION   OQ389490
VERSION     OQ389490.1
KEYWORDS    .
SOURCE      Halamphora americana
  ORGANISM  Halamphora americana
            Eukaryota; Sar; Stramenopiles; Ochrophyta; Bacillariophyta;
            Bacillariophyceae; Bacillariophycidae; Naviculales;
            Amphipleuraceae; Halamphora.
REFERENCE   1  (bases 1 to 784)
  AUTHORS   Lidiya,V.S. and Sanilkumar,M.G.
  TITLE     Halamphora americana Kociolek
  JOURNAL   Unpublished
REFERENCE   2  (bases 1 to 784)
  AUTHORS   Lidiya,V.S. and Sanilkumar,M.G.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-FEB-2023) BOTANY, SNM, COLLEGE, MALIANKARA,
            ERNAKULAM, KERALA 683516, India
COMMENT     ##Assembly-Data-START##
            Sequencing Technology :: Sanger dideoxy sequencing
            ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     source          1..784
                     /organism="Halamphora americana"
                     /mol_type="genomic DNA"
                     /isolate="SR3221-LSUF_E01.ab1"
                     /db_xref="taxon:2305497"
     rRNA            <1..>784
                     /product="large subunit ribosomal RNA"
ORIGIN      
        1 aggattgcct cagtaagggc gactgaagtg gcaatagctc atgatgtgaa tctgcgtaag
       61 ccgaattgtg gtctcacttg tgttaagggc tgggccaagt ccgttggaac acggcagcag
      121 agagggtgag actcccgttt gcctggccca tggaacaagt gttgttgagt cgagttgttt
      181 gggattgcag ctctaagtgg gtggtaaatt ccatcgaaag ctaaatactg gtgggagacc
      241 gatagcgtac aagtaccgtg agggaaagat gcaaagaagc gcgaaagcgc tgttaaagag
      301 tacctgaact tgctgaaacg gaagcgaagg aaaccagtgc cagctgcgtc atacttccct
      361 gactgcttgc ggtcggggcg ctgtggccag tgttgtcagg cttggttcaa ggatgcggaa
      421 gagtgtgggt agagttgatg cccattgcct gcgcagcgtt ggactgaggt tgacgaaatg
      481 gttttctttt tcccgtctag aaacacggac caaggagttt aacatatgtg cgagtacaga
      541 ggtggcaaac ctccgtgcgc aatgaaagtg acagtggctg gaatttttgc acagtccgcc
      601 ggcctcaatc cctcgggaga atggtctgag tgtgagcata catgttgaga cccgaaagat
      661 ggtgaactat gcctgaatag ggcgaagcca ggggaaactc tggtggaggc tcgtaggatt
      721 ctgacgtgca aatcgatctt caaatttggg tataggggcg aaagactaat cgaaccatac
      781 tagt
//

Here's how you know 

GenBank

Nucleotide

https://www.ncbi.nlm.nih.gov/
https://account.ncbi.nlm.nih.gov/?back_url=https%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fnuccore%2F2440673534
https://www.ncbi.nlm.nih.gov/nuccore/OQ389490.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/OQ389490.1?report=graph
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2305497
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2305497
https://www.ncbi.nlm.nih.gov/nuccore/OQ389490.1?from=1&to=784


8/2/23, 11:58 AM Halamphora americana isolate SR3221-LSUR_E02.ab1 large subunit ribosom - Nucleotide - NCBI

https://www.ncbi.nlm.nih.gov/nuccore/OQ389491 1/1

Log in

An official website of the United States government

Halamphora americana isolate SR3221-LSUR_E02.ab1 large subunit ribosomal RNA gene,
partial sequence
GenBank: OQ389491.1
FASTA  Graphics

Go to:

LOCUS       OQ389491                 841 bp    DNA     linear   PLN 13-FEB-2023
DEFINITION  Halamphora americana isolate SR3221-LSUR_E02.ab1 large subunit
            ribosomal RNA gene, partial sequence.
ACCESSION   OQ389491
VERSION     OQ389491.1
KEYWORDS    .
SOURCE      Halamphora americana
  ORGANISM  Halamphora americana
            Eukaryota; Sar; Stramenopiles; Ochrophyta; Bacillariophyta;
            Bacillariophyceae; Bacillariophycidae; Naviculales;
            Amphipleuraceae; Halamphora.
REFERENCE   1  (bases 1 to 841)
  AUTHORS   Lidiya,V.S. and Sanilkumar,M.G.
  TITLE     Halamphora americana Kociolek
  JOURNAL   Unpublished
REFERENCE   2  (bases 1 to 841)
  AUTHORS   Lidiya,V.S. and Sanilkumar,M.G.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-FEB-2023) BOTANY, SNM, COLLEGE, MALIANKARA,
            ERNAKULAM, KERALA 683516, India
COMMENT     ##Assembly-Data-START##
            Sequencing Technology :: Sanger dideoxy sequencing
            ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     source          1..841
                     /organism="Halamphora americana"
                     /mol_type="genomic DNA"
                     /isolate="SR3221-LSUR_E02.ab1"
                     /db_xref="taxon:2305497"
     rRNA            <1..>841
                     /product="large subunit ribosomal RNA"
ORIGIN      
        1 gggatgcgga agagtgtggg tagagttgat gcccattgct gcgcagcgtt ggactgaggg
       61 tgacgaaatg gttttctttt tcccgtctag aaacacggac caaggagttt aacatatgtg
      121 cgagtacaga ggtggcaaac ctccgtgcgc aatgaaagtg acagtggctg gaatttttgc
      181 acagtccgcc ggcctcaatc cctcgggaga atggtctgag tgtgagcata catgttgaga
      241 cccgaaagat ggtgaactat gcctgaatag ggcgaagcca ggggaaactc tggtggaggc
      301 tcgtagggat tctgacgtgc aaatcgatct tcaaatttgg gtataggggc gaaagactaa
      361 tcgaaccata ctagtagctg gttccctccg aaatttccct caggatagct gcgatcgatg
      421 tccaatttta tcaggtaaag cgaatgatta gaggttccgg gggcgtaatg ccctcggcct
      481 attctcaaac tttaaatggg taagaactcg gggttgctta attgaaccct gcggttgaat
      541 ggcggtcgct agtgggccac actgggtaag ctagtttggc gatgcgggat gatccgaacg
      601 tggagataaa gtgccaaagt gctcgctcac ctagatccca caaaaggtgt tggttcatat
      661 agacagcagg acggtggcca tggaagtcgg aatccgctaa ggagtgtgta acaactcacc
      721 tgccgaatga actagccctg aaaatggatg gcgctgaagc gggccactta tactccacca
      781 ccggcacaag tgtttggtgc cggtgagtag gagggcgtga aggttgttgt gcagctcgtg
      841 g
//

Here's how you know 

GenBank

Nucleotide

https://www.ncbi.nlm.nih.gov/
https://account.ncbi.nlm.nih.gov/?back_url=https%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fnuccore%2FOQ389491
https://www.ncbi.nlm.nih.gov/nuccore/OQ389491.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/OQ389491.1?report=graph
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2305497
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2305497
https://www.ncbi.nlm.nih.gov/nuccore/OQ389491.1?from=1&to=841


8/2/23, 11:56 AM Halamphora calidilacuna isolate SR3325-3-LSUF_E03.ab1 large subunit ri - Nucleotide - NCBI

https://www.ncbi.nlm.nih.gov/nuccore/OQ383875.1/ 1/1

Log in

An official website of the United States government

Halamphora calidilacuna isolate SR3325-3-LSUF_E03.ab1 large subunit ribosomal RNA gene,
partial sequence
GenBank: OQ383875.1
FASTA  Graphics

Go to:

LOCUS       OQ383875                 636 bp    DNA     linear   PLN 16-FEB-2023
DEFINITION  Halamphora calidilacuna isolate SR3325-3-LSUF_E03.ab1 large subunit
            ribosomal RNA gene, partial sequence.
ACCESSION   OQ383875
VERSION     OQ383875.1
KEYWORDS    .
SOURCE      Halamphora calidilacuna
  ORGANISM  Halamphora calidilacuna
            Eukaryota; Sar; Stramenopiles; Ochrophyta; Bacillariophyta;
            Bacillariophyceae; Bacillariophycidae; Naviculales;
            Amphipleuraceae; Halamphora.
REFERENCE   1  (bases 1 to 636)
  AUTHORS   Lidiya,V.S., Anannya,B. and Sanilkumar,M.G.
  TITLE     Halamphora calidilacuna stepanek& Kociolek
  JOURNAL   Unpublished
REFERENCE   2  (bases 1 to 636)
  AUTHORS   Lidiya,V.S., Anannya,B. and Sanilkumar,M.G.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-FEB-2023) BOTANY, SNM, COLLEGE, MALIANKARA,
            ERNAKULAM, KERALA 683516, India
COMMENT     ##Assembly-Data-START##
            Sequencing Technology :: Sanger dideoxy sequencing
            ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     source          1..636
                     /organism="Halamphora calidilacuna"
                     /mol_type="genomic DNA"
                     /isolate="SR3325-3-LSUF_E03.ab1"
                     /db_xref="taxon:2133758"
     rRNA            <1..>636
                     /product="large subunit ribosomal RNA"
ORIGIN      
        1 ccaggattgc ctcagtaagg gcgactgaag tggcaatagc tcatgatgtg aatctgcgta
       61 agccgaattg tggtctcact tgtgttaggg gctgggccaa gtccgttgga acacggcagc
      121 agagagggtg agactcccgt ttgcctggcc catggaacaa gtgttgttga gtcgagttgt
      181 ttgggattgc agctctaagt gggtggtaaa ttccatcgaa agctaaatac tggtgggaga
      241 ccgatagcgt acaagtaccg tgagggaaag atgcaaagaa gcgcgaaagc gctgttaaag
      301 agtacctgaa cttgctgaaa cggaagcgaa ggaaaccagt gccagctgcg tcatacttcc
      361 ctgactgctt gcggtcgggg cgctgtggcc agtgttgtca ggcttggttc aaggatgcgg
      421 aagagtgtgg gtagagttga tgcccattgc ctgcgcagcg ttggactgag gttgacgaaa
      481 tggttttctt tttcccgtct agaaacacgg accaaggagt ttaacatatg tgcgagtaca
      541 gaggtggcaa acctccgtgc gcaatgaaag tgacagtggc tggaattttt gcacagtccg
      601 ccggcctcaa tccctcggga gaaatggtct gagtgt
//

Here's how you know 

GenBank

Nucleotide

https://www.ncbi.nlm.nih.gov/
https://account.ncbi.nlm.nih.gov/?back_url=https%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fnuccore%2FOQ383875.1%2F
https://www.ncbi.nlm.nih.gov/nuccore/OQ383875.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/OQ383875.1?report=graph
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2133758
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2133758
https://www.ncbi.nlm.nih.gov/nuccore/OQ383875.1?from=1&to=636


8/2/23, 11:57 AM Halamphora calidilacuna isolate SR3325-3-LSUR_E04.ab1 large subunit ri - Nucleotide - NCBI

https://www.ncbi.nlm.nih.gov/nuccore/OQ383876.1 1/1

Log in

An official website of the United States government

Halamphora calidilacuna isolate SR3325-3-LSUR_E04.ab1 large subunit ribosomal RNA gene,
partial sequence
GenBank: OQ383876.1
FASTA  Graphics

Go to:

LOCUS       OQ383876                 728 bp    DNA     linear   PLN 16-FEB-2023
DEFINITION  Halamphora calidilacuna isolate SR3325-3-LSUR_E04.ab1 large subunit
            ribosomal RNA gene, partial sequence.
ACCESSION   OQ383876
VERSION     OQ383876.1
KEYWORDS    .
SOURCE      Halamphora calidilacuna
  ORGANISM  Halamphora calidilacuna
            Eukaryota; Sar; Stramenopiles; Ochrophyta; Bacillariophyta;
            Bacillariophyceae; Bacillariophycidae; Naviculales;
            Amphipleuraceae; Halamphora.
REFERENCE   1  (bases 1 to 728)
  AUTHORS   Lidiya,V.S., Anannya,B. and Sanilkumar,M.G.
  TITLE     Halamphora calidilacuna stepanek& Kociolek
  JOURNAL   Unpublished
REFERENCE   2  (bases 1 to 728)
  AUTHORS   Lidiya,V.S., Anannya,B. and Sanilkumar,M.G.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-FEB-2023) BOTANY, SNM, COLLEGE, MALIANKARA,
            ERNAKULAM, KERALA 683516, India
COMMENT     ##Assembly-Data-START##
            Sequencing Technology :: Sanger dideoxy sequencing
            ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     source          1..728
                     /organism="Halamphora calidilacuna"
                     /mol_type="genomic DNA"
                     /isolate="SR3325-3-LSUR_E04.ab1"
                     /db_xref="taxon:2133758"
     rRNA            <1..>728
                     /product="large subunit ribosomal RNA"
ORIGIN      
        1 attatgtgcg agtacagagg tggcaaacct ccgtgcgcaa tgaaagtgac agtgggctgg
       61 attttttgca cagtccgccg gcctcaatcc ctcgggagaa atggtctgag tgtgagcata
      121 catgttgaga cccgaaagat ggtgaactat gcctgaatag ggcgaagcca ggggaaactc
      181 tggtggaggc tcgtagggat tctgacgtgc aaatcgatct tcaaatttgg gtataggggc
      241 gaaagactaa tcgaaccata ctagtagctg gttccctccg aaatttccct caggatagct
      301 gcgatcgatg tccaatttta tcaggtaaag cgaatgatta gaggttccgg gggcgtaatg
      361 ccctcggcct attctcaaac tttaaatggg taagaactcg gggttgctta attgaaccct
      421 gcggttgaat ggcggtcgct agtgggccac actgggtaag ctagtttggc gatgcgggat
      481 gatccgaacg tggagataaa gtgccaaagt gctcgctcac ctagatccca caaaaggtgt
      541 tggttcatat agacagcagg acggtggcca tggaagtcgg aatccgctaa ggagtgtgta
      601 acaactcacc tgccgaatga actagccctg aaaatggatg gcgctgaagc gggccactta
      661 tactccacca ccggcacaag tgtttggtgc cggtgagtag gagggcgtga aggttgttgt
      721 gcagctcg
//

Here's how you know 

GenBank

Nucleotide

https://www.ncbi.nlm.nih.gov/
https://account.ncbi.nlm.nih.gov/?back_url=https%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fnuccore%2FOQ383876.1
https://www.ncbi.nlm.nih.gov/nuccore/OQ383876.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/OQ383876.1?report=graph
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2133758
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2133758
https://www.ncbi.nlm.nih.gov/nuccore/OQ383876.1?from=1&to=728
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